In the title coumarin derivative, C 12 H 10 O 5 , the fused ring system is almost planar (r.m.s deviation = 0.016 Å ). The C ar -C-C O torsion angle of the side chain is À8.4 (2) In the crystal, molecules are linked by O-HÁ Á ÁO hydrogen bonds, generating C(8) chains propagating in the [100] direction. The chains are cross-linked by weak C-HÁ Á ÁO interactions, thereby generating undulating (001) sheets.
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Coumarin, 2H-chromen-2-ones are naturally occurring aroma containing organic molecules belongs to benzopyrone (Ahmad et al., 2008) class of compounds. Coumarines known to have wide range of biological activities including antibacterial (Abd Elhafez et al., 2003 , Ukhov et al., 2001 , antitumour and anticoagulant (Emmanuel-Giota et al., 2001) , antioxidant (Basanagouda et al., 2009 ) and antiinflammatory (Vukovic et al., 2010) properties. The literature has disclosed various methodologies to synthesize coumarine and their structural analogues. The title compound was synthesized during our attempts to maintained libraries of structural analogues of bioactive organic molecules.
The structure of title compound is similar to that of previously published Ethyl 7-hydroxy-4-coumarinacetate (Subramanian et al., 1990) with the difference that ethyl acetate moiety is replaced by methyl acetate chain (O4-O5/C10-C12)attached at C9 of central coumarin ring (Fig. 1 ).
The crystal structure features O3-H3···O1, and C7-H7A···O4 interactions to form (001) sheets (symmetry codes as in Table 2 and Fig. 2 ).
S2. Experimental
2-(7-Hydroxy-2-oxo-2H-chromen-4-yl) acetic acid (220 mg, 1 mmol) was dissolved in methanol (15 ml), and a few drops of sulfuric acid were added. The resulting reaction mixture was refluxed for 3 h. After the completion of the reaction as indicated by TLC, solvent was evaporated and the resulting reaction mixture was extracted with ethyl acetate, washed with sodium bicarbonate, brine and dried over anhydrous sodium sulfate. The solvent was removed under reduced pressure to afford crystals of title compound in 215 mg, 91% yield.
S3. Refinement
H atoms on methyl, methylene and phenyl were positioned geometrically with C-H = 0.96 Å (CH 3 ), 0.97 Å (CH 2 ) and 0.93 Å (CH phenyl) and constrained to ride on their parent atoms with U iso (H)=1.5U eq (CH 3 ) and 1.2U eq (CH and CH 2 ). The H atoms on the oxygen (O-H= 0.96 (2) Å) was located in difference Fourier map and refined isotropically.
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Figure 1
The molecular structure of (I) with displacement ellipsoids drawn at 30% probability level.
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Figure 2
The crystal packing of the title compound I. Only hydrogen atoms involved in hydrogen bonding are shown.
Methyl 2-(7-hydroxy-2-oxo-2H-chromen-4-yl)acetate Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 0.0379 (7) 0.0923 (10) 0.0489 (7) −0.0035 (6) −0.0062 (5) −0.0117 (6) O4 0.1002 (11) 0.0475 (7) 0.0424 (6) −0.0102 (7) −0.0047 (6) −0.0019 (5) O5 0.0647 (8) 0.0582 (7) 0.0345 (6) −0.0042 (6) 0.0086 (5) −0.0083 (5) C1 0.0401 (9) 0.0549 (9) 0.0371 (8) −0.0024 (7) −0.0052 (6) −0.0016 (7) C2 0.0390 (8) 0.0527 (9) 0.0379 (8) 0.0009 (7) 0.0006 (6) 0.0009 (7) C3 0.0375 (8) 0.0340 (7) 0.0298 (7) 0.0035 (6) 0.0027 (6) 0.0018 (5) C4 0.0420 (9) 0.0400 (7) 0.0276 (6) (7) 0.0056 (6) −0.0003 (6) C7 0.0455 (9) 0.0360 (7) 0.0314 (7) 0.0038 (6) 0.0032 (6) −0.0024 (6) C8 0.0399 (8) 0.0310 (7) 0.0300 (7) 0.0009 (6) −0.0003 (6) −0.0001 (5) C9 0.0451 (9) 0.0360 (7) 0.0314 (7 Symmetry codes: (i) x+1/2, −y+1/2, −z+1; (ii) −x+3/2, y−1/2, z.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )

